Phylogenetic sample clustering, all 2500 Metagenes
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Clustering heatmap, all 2500 Metagenes
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Clustering heatmap, all 2500 Metagenes
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Phylogenetic sample clustering, 365 Spot—Metagenes
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Clustering heatmap, s6o Spot—Metagenes
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Clustering heatmap, 565 Spot-Metagenes
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Phylogenetic sample clustering, High Expression

: 100 Metagenes
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Clustering heatmap, Righ expression: 100 Metagenes
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100 Metagenes

Clustering heatmap, High EXpression
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Phylogenetic sample clustering, Variance

- 100 Metagenes
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Clustering heatmap, Variance: 100 Metagenes
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100 Metagenes

Clustering heatmap, Variance
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